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<210> 
<211> 

<212> 
<213> 


1 

533 
DNA 

Artificial sequence 


<220> 
<223> 


Germline Ig Alpha-2 probe 


<400> 


1 



ctctgctaag 


gacagacggc 


catcaaggca 


ggacctgggc 


cgggccaggg 


ctccctcccc 


60 


acagcagccc 


tcttggcagg 


cagccagacg 


cccgtgaggg 


tggacctgcc 


atgagggcct 


120 


gcacgccgga 


ggccgcccac, 


tcagcactgc 


gggccctcca 


gcagcctgac 


cagcatcccc 


180 


gaccagcccc 


aaggtcttcc 


cgctgagcct 


cgacagcacc 


ccccaagatg 


ggaacgtggt 


240 


cgtcgcatgc 


ctggtccagg 


gcttcttccc 


ccaggagcca 


ctcagtgtga 


cctggagcga 


300 


aagcggacag 


aacgtgaccg 


ccagaaactt 


cccacctagc 


caggatgcct 


ccggggacct 


360 


gtacaccacg 


agcagccagc 


tgaccctgcc 


ggccacacag 


tgcccagacg 


gcaagtccgt 


420 


gacatgccac 


gtgaagcact 


acacgaatcc 


cagccaggat 


gtgactgtgc 


cctgcccagt 


480 


tcccccacct 


cccccatgct 


gccacccccg 


actgtcgctg 


caccgaccgg 


ccc 


533 



<210> 2 

<211> 202 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Epsilon Probe 

<400> 2 



1 



ggctccactg 


cccggcacag 


aaataacaac 


cacggttact 


gatcatctgg 


gagctgtcca 


60 


ggaacccgac 


agggagccgg 


acgggccaca 


ccatccacag 


gcaccaaatg 


gacgacccgg 


120 


cgcttcagcc 


tccacacaga 


gcccatccgt 


cttccccttg 


acccgctgct 


gcaaaaacat 


180 


tccctccaat 


gccacctccg 


tg 








202 


<210> 3 
<211> 594 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Gamma 1 probe 










<400> 3 
acacaccaga 


ggctgactga 


ggcctccagg 


acgaccgggc 


tgggagcacg 


aggaacatga 


60 


ctggatgcgg 


cagagccggc 


cgtggggtga 


tgccaggatg 


ggcacgaccg 


acctgagctc 


120 


aggaggcagc 


agagcgaggg 


aggaggagag 


gccccaggtg 


aacggagggg 


cttgtccagg 


180 


ccggcagcat 


caccggagcc 


cagggcaggg 


tcagcagtgc 


tggccgtggg 


gccctcctct 


240 


cagccaggac 


caaggacagc 


agcctccacc 


aagggcccat 


cggtcttccc 


cctggcaccc 


300 


tcctccaaga 


gcacctctgg 


gggcacagcg 


gccctgggct 


gcctggtcaa 


ggactacttc 


360 


cccgaaccgg 


tgacggtgtc 


gtggaactca 


ggcgccctga 


ccagcggcgt 


gcacaccttc 


420 


ccggctgtcc 


tacagtcctc 


aggactctac 


tccctcagca 


gcgtggtgac 


cgtgccctcc 


480 


agcagcttgg 


gcacccagac 


ctacatctgc 


aacgtgaatc 


acaagcccag 


caacaccaag 


540 


gtggacaaga 


aagttgagcc 


caaatcttgt 


gacaaaactc 


acacatgccc 


accg 


594 


<210> 4 
<211> 632 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Gamma 2 probe 










<400> 4 
ccaagccaac 


agggcaggac 


acaccagagg 


ctgactgagg 


cctccatgac 


gaccaggctg 


60 


ggagcacgag 


gaacatgacg 


ggatgcggca 




L y y y y L y 1=1 L y 


c c Pi ci c 3 1" ci a cr 


120 


caggacccac 


ctgagctgag 


gaggcagtag 


aacgagggag 


gaggagaggc. 


cccaggtgaa 


180 


cggaggggct 


tgtccaggcc 


agcagcatca 


ctggagccca 


gggcagggtc 


agcagtgctg 


240 


gccgtggggc 


cctctctcag 


ccaggaccaa 


ggacagcagc 


ctccaccaag 


ggcccatcgg 


300 



• 



tcttccccct 


ggcgccctgc 


tccaggagca 


cctccgagag 


cacagcggcc 


ctgggctgcc 


360 


tggtcaagga 


ctacttcccc 


gaaccggtga 


cggtgtcgtg 


gaactcaggc 


gctctgacca 


420 


n *~* *T {~1 f~* f~\ "H f"T f** 












d r n 


tggtgaccgt 


gccctccagc 


aacttcggca 


cccagaccta 


cacctgcaac 


gtagatcaca 


540 


agcccagcaa 


caccaaggtg 


gacaagacag 


ttgagcgcaa 


atgttgtgtc 


gagtgcccac 


600 


cgtgcccagc 


accacctgtg 


gcaggaccgt 


ca 






632 


<210> 5 
<211> 650 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Gamma 3 probe 










<400> 5 
acacaccaga 


ggctgactga 


ggcctccagg 


acgaccgggc 


tgggagcgtg 


aggaacatga 


60 


cgggatgggg 


cagagccagc 


catggggtga 


tgccaggatg 


ggcatgaccg 


acctgagctc 


120 


aggaggcagc 


agagagaggg 


aggaggagag 


gccccaggtg 


aaccgagggg 


cttgtccagg 


180 


ccggcagcat 


caccggagcc 


cagggcaggg 


tcagcagagc 


tggccgtagg 


gccctcctct 


240 


cagccaggac 


caaggacagc 


agcttccacc 


aagggcccat 


cggtcttccc 


cctggcgccc 


300 


tgctccagga 


gcacctctgg 


gggcacagcg 


gccctgggct 


gcctggtcaa 


ggactacttc 


360 


cccgaaccgg 


tgacggtgtc 


gtggaactca 


ggcgccctga 


ccagcggcgt 


gcacaccttc 


420 


ccggctgtcc 


tacagtcctc 


aggactctac 


LULL LUaLjL d 


y y Ly y Ly etc 


/"f +- <T /**'" /-•/"■ 
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agcagcttgg 


gcacccagac 


ctacacctgc 


aacgtgaatc 


acaagcccag 


caacaccaag 


540 


gtggacaaga 


gagttgagct 


caaaacccca 


cttggtgaca 


caactcacac 


atgcccacgg 


600 


tgcccagagc 


ccaaatcttg 


tgacacacct 


■cccccgtgcc 


cacggtgccc 




650 


<210> 6 
<211> 705 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Gamma 4 probe 










<400> 6 
ggccagcacc 


acatggaagc 


ccaagcggag 


ccagcacggg 


ggaggtgggc 


agccttcagg 


60 



3 



♦ 



cactgatgcc 


cacccagtgc 


gagacgacgg 


ggaccgtggg 


caggggcttc 


caagccaaca 


120 


gggcaggaca 


caccagaggc 


tgactgaggc 


ctccaggacg 


accgggctgg 


gagcacgagg 


• 180 


aacatgacgg 


gatgcggcag 


aaccggccgt 


ggggtgatgc 


caggatgggc 


acgaccgacc 


240 


tgagctcagg 


aggcagcaga 


gcgagggagg 


aggagaggcc 


ccaggtgaac 


ggaggggctt 


300 


gtccaggccg 


gcagcatcac 


cagagcccag 


ggcagggtca 


gcagagctgg 


ccgtagggcc 


360 


ctcctctcag 


ccaggaccaa 


ggacagcagc 


ttccaccaag 


ggcccatccg 


tcttccccct 


420 


ggcgccctgc 


tccaggagca 


cctccgagag 


cacagccgcc 


ctgggctgcc 


tggtcaagga 


480 


4~ /~i 4~ J"» y"l /~i 

CldCCUCCCC 


gaaccggt ga 


cggugucgTig 


gaact caggc 


gccct gacca 


gcggcgtgca 


DH U 


caccttcccg 


gctgtcctac 


agtcctcagg 


actctactcc 


ctcagcagcg 


tggtgaccgt 


'600 


gccctccagc 


agcttgggca 


cgaagaccta 


cacctgcaac 


gtagatcaca 


agcccagcaa 


660 


caccaaggtg 


gacaagagag 


ttgagtccaa 


atatggtccc 


ccgtc 




705 



<210> 7 

<211> 399 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Alpha-1 proble 

<400> 7 



ggcctgggcc 


gggccagggc 


tccctcccca 


cagcagccct 


cttggcaggc 


agccagacgc 


60 


ccgtgagggt 


ggacctgcca 


tgagggcctg 


cacgccggag 


gccgcccact 


cagcactgcg 


120 


ggccctccag 


cagcctgacc 


agcatccccg 


accagcccca 


aggtcttccc 


gctgagcctc 


180 


tgcagcaccc 


agccagatgg 


gaacgtggtc 


atcgcctgcc 


tggtccaggg 


cttcttcccc 


240 


caggagccac 


tcagtgtgac 


ctggagcgaa 


agcggacagg 


gcgtgaccgc 


cagaaacttc 


300 


ccacccagcc 


aggatgcctc 


cggggacctg 


tacaccacga 


gcagccagct 


gaccctgccg 


360 


gccacacagt 


gcctagccgg 


caagtccgtg 


acatgccac 






399 



<210> 8 

<211> 430 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Alpha-2 probe 

<400> 8 

ctctgctaag gacagacggc catcaaggca ggacctgggc cgggccaggg ctccctcccc 60 



4 



* 



acagcagccc 


tcttggcagg 


cagccagacg 


cccgtgaggg 


tggacctgcc 


atgagggcct 


120 


gcacgccgga 


ggccgcccac 


tcagcactgc 


gggccctcca 


gcagcctgac 


cagcatcccc 


180 


gaccagcccc 


aaggtcttcc 


cgctgagcct 


cgacagcacc 


ccccaagatg 


ggaacgtggt 


240 








^^ayyciy^^ci 


^ u ci y u y iy u 


\^k^ uyyciy^yci 




aagcggacag 


aacgtgaccg 


ccagaaactt 


cccacctagc 


caggatgcct 


ccggggacct 


360 


gtacaccacg 


agcagccagc 


tgaccctgcc 


ggccacacag 


tgcccagacg 


gcaagtccgt 


420 


gacatgccac 












430 


<210> 9 
<211> 202 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Epsilon probe 










<400> 9 
ggctccactg 


cccggcacag 


aaataacaac 


Lauyy L LaLL 




yaLjL.ty l ^ ^ a 




ggaacccgac 


agggagccgg 


acgggccaca 


ccatccacag 


gcaccaaatg 


gacgacccgg 


120 


cgcttcagcc 


tccacacaga 


gcccatccgt 


cttccccttg 


acccgctgct 


gcaaaaacat 


180 


tccctccaat 


gccacctccg 


tg 








202 


<210> 10 
<211> 370 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Germline Ig Gamma 1 probe 










<400> 10 
acacaccaga 


ggctgactga 


ggcctccagg 


acgaccgggc 


tgggagcacg 


aggaacatga 


60 


ctggatgcgg 


cagagccggc 


cgtggggtga 


tgccaggatg 


ggcacgaccg 


acctgagctc 


120 


aggaggcagc 


agagcgaggg 


aggaggagag 


gccccaggtg 


aacggagggg 


cttgtccagg 


180 


ccggcagcat 


caccggagcc 


cagggcaggg 


tcagcagtgc 


tggccgtggg 


gccctcctct 


240 


cagccaggac 


caaggacagc 


agcctccacc 


aagggcccat 


cggtcttccc 


cctggcaccc 


300 


tcctccaaga 


gcacctctgg 


gggcacagcg 


gccctgggct 


gcctggtcaa 


ggactacttc 


360 



cccgaaccgg 370 



5 



* 



<210> 11 

<211> 387 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Gamma 2 proble 

<400> 11 



ccaagccaac 


agggcaggac 


acaccagagg 


ctgactgagg 


cctccatgac 


gaccaggctg 


60 


ggagcacgag 


gaacatgacg 


ggatgcggca 


gagccggccg 


tggggtgatg 


ccagcatggg 


120 


caggacccac 


ctgagctgag 


gaggcagtag 


aacgagggag 


gaggagaggc 


cccaggtgaa 


180 


cggaggggct 


tgtccaggcc 


agcagcatca 


ctggagccca 


gggcagggtc 


agcagtgctg 


240 


gccgtggggc 


cctctctcag 


ccaggaccaa 


ggacagcagc 


ctccaccaag 


ggcccatcgg 


300 


tcttccccct 


ggcgccctgc 


tccaggagca 


cctccgagag 


cacagcggcc 


ctgggctgcc 


360 


tggtcaagga 


ctacttcccc 


gaaccgg 








387 



<210> 12 

<211> 391 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Gamma 3 probe 



<400> 12 



acacaccaga 


ggctgactga 


ggcctccagg 


acgaccgggc 


tgggagcgtg 


aggaacatga 


60 


cgggatgggg 


cagagccagc 


catggggtga 


tgccaggatg 


ggcatgaccg 


acctgagctc 


120 


aggaggcagc 


agagagaggg 


aggaggagag 


gccccaggtg 


aaccgagggg 


cttgtccagg 


180 


ccggcagcat 


caccggagcc 


cagggcaggg 


tcagcagagc 


tggccgtagg 


gccctcctct 


240 


cagccaggac 


caaggacagc 


agcttccacc 


aagggcccat 


cggtcttccc 


cctggcgccc 


300 


tgctccagga 


gcacctctgg 


gggcacagcg 


gccctgggct 


gcctggtcaa 


ggactacttc 


360 


cccgaaccgg 


tgacggtgtc 


gtggaactca 


g 






391 



<210> 13 

<211> 497 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Germline Ig Gamma 4 probe 



6 



<400> 13 
ggccagcacc 


acatggaagc 


ccaagcggag 


ccagcacggg 


ggaggtgggc 


agccttcagg 


60 


cactgatgcc 


cacccagtgc 


gagacgacgg 


ggaccgtggg 


caggggcttc 


caagccaaca 


120 


gggcaggaca 


caccagaggc 


tgactgaggc 


ctccaggacg 


accgggctgg 


gagcacgagg 


180 


aacatgacgg 


gatgcggcag 


aaccggccgt 


ggggtgatgc 


caggatgggc 


acgaccgacc 


240 


tgagctcagg 


aggcagcaga 


gcgagggagg 


aggagaggcc 


ccaggtgaac 


ggaggggctt 


300 


guccaggccg 
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yCdgCdLCac 


cagagcccag 
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ggcagggn ca 


gcagagc ugg 


ccgtagggcc 


icn 
jdU 


ctcctctcag 


ccaggaccaa 


ggacagcagc 


ttccaccaag 


ggcccatccg 


tcttccccct 


420 


ggcgccctgc 


tccaggagca 


cctccgagag 


cacagccgcc 


ctgggctgcc 


tggtcaagga 


480 


ctacttcccc 


gaaccgg 










497 



<210> 14 
<211> 61 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> preferred coiled-coil presentation structure 
<400> 14 

Met Gly Cys Ala Ala Leu Glu Ser Glu Val Ser Ala Leu Glu Ser Glu 
15 10 15 



Val Ala Ser Leu Glu Ser Glu Val Ala Ala Leu Gly Arg Gly Asp Met 
20 25 30 



Pro Leu Ala Ala Val Lys Ser Lys Leu Ser Ala Val Lys Ser Lys Leu 
35 40 45 



Ala Ser Val Lys Ser Lys Leu Ala Ala Cys Gly Pro Pro 
50 55 60 



<210> 15 

<211> 6 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> loop structure 

<400> 15 

Gly Arg Gly Asp Met Pro 



7 



<210> 16 

<211> 69 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> preferred minobody presentation structure 

<400> 16 

Met Gly Arg Asn Ser Gin Ala Thr Ser Gly Phe Thr Phe Ser His Phe 
1 5 10 15 



Tyr Met Glu Trp Val Arg Gly Gly Glu Tyr lie Ala Ala Ser Arg His 
20 25 30 



Lys His Asn Lys Tyr Thr Thr Glu Tyr Ser Ala Ser Val Lys Gly Arg 
35 40 45 



Tyr lie Val Ser Arg Asp Thr Ser Gin Ser lie Leu Tyr Leu Gin Lys 
50 55 60 



Lys Lys Gly Pro. Pro 
65 



<210> 17 

<211> 7 

<212> PRT 

<213> Simian virus 40 

<400>- 17 

Pro Lys Lys Lys Arg Lys Val 
1 5 



<210> 18 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Ala Arg Arg Arg Arg Pro 
1 5 



<210> 19 
<211> 10 



8 



1- 



<212> PRT 

<213> Mus musculus 



<400> 



19 



Glu Glu 
1 



Val Gin Arg Lys Arg Gin Lys Leu 



5 10 



<210> 20 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 20 

Glu Glu Lys Arg Lys Arg Thr Tyr Glu 



<210> 21 
<211> 20 
<212> PRT 

<213> Xenopus laevis 
<400> 21 

Ala Val Lys Arg Pro Ala Ala Thr Lys Lys Ala Gly Gin Ala Lys Lys 
15 10 15 



Lys Lys Leu Asp 
20 



<210> 22 

<211> 10 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> preferred stability sequence 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> M Xaa" at positions 3 to 6 can be any amino acid 



<400> 22 

Met Gly Xaa Xaa Xaa Xaa Gly Gly Pro Pro 
1 5 ■ 10 



<210> 23 
<211> 5 



9 



* 



<212> PRT 

<213> Artificial sequence 
<220> 

<223> linker consensus sequence 

<400> 23 

Gly Ser Gly Gly Ser 
1 5 



<210> 24 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> linker consensus sequence 

<400> 24 



Gly Gly Gly Ser 
1 



